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The Squamata diversification began nearly 250 million years ago (MYA), and divergence times
among amniotes and within squamates have been estimated previously (Hedges et al. 2006; Castoe
et al. 2009b). The order Squamata is comprised of the suborders Iguania (comprised of exclusively
lizards) and Scleroglossa (which includes the remaining lizards, amphisbaenians, and snakes). The
Squamata diverged from its sister group, the Sphenodontia (tuataras) �240 MYA. These lineages
split from other reptilian groups (birds, crocodiles, and turtles) �275 MYA. Within the Squamata,
the suborder Scleroglossa is further subdivided into infraorders Amphisbaenia, Anguimorpha,
Gekkota, Scincomorpha, and Serpentes. The Gekkota diverged other Scleroglossan lineages
�200 MYA. The Scincomorpha diverged from the clade containing Amphisbaenia, Anguimorpha,

























identi� ed such effects, it is reasonable that there may be epigenetic regulatory effects that addition-
ally modulate expression of venoms. Among vertebrates, snakes in particular possess a tremendous
number of unique or extreme phenotypes. A greater understanding of the molecular and genomic
basis of these phenotypes holds exciting potential to increase broad understanding of the function
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