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Fig. 1. DEAE-Sephadex ion-exchange fractionation of crude venom from adult Crotalus uiridk 
oreganus 

Venom (235 mg) was applied to the column; the salt gradient (W.5 M) was initiated at fraction 
60. CVO protease V eluted as the last peak. 
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Fig. 2. Gel filtration of the combined material from the DEAE column. 
CVO protease eluted as a symmetric peak; the shoulder represents autolytic degradation products. 

the crude venom, the pH optimum toward casein yellow was approximately 8.0. Hide 
powder azure is also readily hydrolyzed by this protease. No activity was shown toward 
serine protease substrates, including BzPheValArg-p-nitroaniline or BzProPheArg-p-ni- 
troaniline. Caseinolytic activity was strongly inhibited by metal ion chelators such as 











Major Metalloprotease Isolated from Rattlesnake Venom 1285 

Takeya, H., Oda, K., Miyata, T., Omori-Satoh, T. and Iwanaga, S. (1990) The complete amino acid sequence 
of the high molecular mass hemorrhagic protein HRlB isolated from the venom of TrimeresurusJlavoviridis. 
J. biol. Chem. 265, 16068-16073. 

Utaisincharoen, P., Mackessy, S. P., Miller, R. A. and Tu, A. T. (1993) Complete primary structure and 
biochemical properties of gilatoxin, a serine protease with kallikrein-like and angiotensin-degrading activities. 
J. biol. Chem. 268, 21975521983. 

Vassalli, J.-D. and Pepper, M. S. (1994) Membrane proteases in focus. Narure 370, 14-15 


